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RATES

Type Lo L, Ly
[+ 0.40 1.86 2.24
B 0.38 0.38 1.47
Total 0.78 2.24 3.71
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SUBSTITUTION RATE
VARIATION

Functional Constraints
Vo=V:fy
K=v;f,

Non- & Synonymous Rates
negative selection

Variation among Regions




SUBSTITUTION RATE
VARIATION (2)

Variation among Genes
mutation rate
selection intensity

Loss-Of-Function
selection relaxation

Estimating Negative Selection

Kya = Vya fqu
A =Vala
fA= Ky /Ky

SUBSTITUTION RATE
VARIATION (3)

Gender-Driven Selection
o =Upy /U
A= (u,+uy)/2
X=(Uy,+2u)/3,Y=u,
Y/IA=2a/(1+a)
XITA=22+a) (3(1L+a))

YIX=3a/(2+a)




