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POSITIVE SELECTION

Analysis
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Parallelism & Convergence
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NUCLEOTIDE 
SUBSTITUTION 
PATTERNS

Pij = nij / ni

fij = 100 (Pij / (ΣΣΣΣ ΣΣΣΣ Pij))

Inference
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BIASED SYNONYMOUS
CODON USAGE

ENC = 2 + 9F2
-1 + F3

-1 + 5F4
-1 + 3 F6
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